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*1, Miya et al., doi: 10.1098/rs0s.150088; *2, Ushio et al., 2016. doi: 10.1111/1755-0998.12690; *3, Ushio et al., 2018. doi: 10.1038/s41598-018-22817-5.
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01 |NR.042107.1 99.6 | Methylobacter tundripaludum strain SV96 16S ribosomal RNA, partial sequence
02 |NR_.121695.1 98.4 | Sulfuricella denitrificans strain skB26 16S ribosomal RNA, partial sequence
03 |NR.074658.1 97.6 | Gallionella capsiferriformans strain ES—2 16S ribosomal RNA, partial sequence
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